Clinical Significance of gp120 Polymorphisms, TMR IC,, FC, and HIV-1 Subtype in BRIGHTE
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Participants with BL TMR IC,  FC >100 had a median change in HIV-1 RNA of
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Figure 1. Mechanism of Action Figure 2. 3D Ribbon Structure of gp120
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Footnotes for Figures 4 to 7: *S375H/I/M/N/T, M426L/P, M4341/K, and M475l. Numbers include mixtures. TNo M426P was detected. *No M434K was detected. SOther includes: non-analyzable/not reported, G, AG or recombinant virus/mixtures.

Figure 5. Change in HIV-1 RNA from Day 1 at Day 8 FTR Group by (A) BL gp120 Polymorphisms of Interest (B) BL TMR IC_, FC (C) HIV-1 Subtype
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Avalilable from: https://www.fda.gov/regulatory-information/search-fda-guidance-documents/human-
Immunodeficiency-virus-1-infection-developing-antiretroviral-drugs-treatment. Accessed January 27, 2020.
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