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BACKGROUND

- IMPAACT 2010/VESTED was a Phase lll, three-arm, randomized, open-label trial in
which 643 pregnant women living with HIV (WLH) initiated either DTG+FTC/TDF,

RESULTS

Figure 2. Mothers’ & infants’ plasma HIV RNA, genotypic resistance, antiretroviral treatment, & breastfeeding duration
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Characteristic

Country

HIV-1 Subtype

Maternal age at enrolment (years)
Gravidity

Maternal prophylaxis exposure during prior
pregnancies*

ART taken in pregnancy prior to enrolment
during screening (days)

Gestational age at initiation of ART (weeks)
Maternal CD4 at enrolment (cell/uL)
Biological sex of the infant

Birth weight (kg)

Estimated time of transmission

Age of infant at HIV DNA diagnosis
Major maternal HIVDR detected
Major infant HIVDR detected

Pair A Pair B Pair C Pair D
Uganda Zimbabwe South Africa Uganda
A C C D
26 42 26 27
3 5 3 3
None None None None
7 5 1 6
26 26 25 23
123 218 396 592
Male Female Male Female
3.20 3.14 2.99 3.50
Early Late
Breastfeeding In Utero In Utero Breastfeeding
6.1 weeks 4 days 2 days 59.7 weeks
K103N None None None
K103N K103N; Y181C None M184I1/V; Y188L

*Women were ART-nailve except for previous antiretroviral regimens taken for the prevention of perinatal
transmission or pre-exposure (TDF or FTC/TDF)
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SUMMARY & CONCLUSIONS
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Weeks Postpartum

In utero transmission likely occurred in 2/4 pairs and transmission during breastfeeding in 2/4 pairs, one early and

one later possibly during weaning
HIVDR potentially influenced transmission in 1/4 pairs (Figure 2, Panel A)
Major NNRTI mutations were detected in 3/4 infants, 2/3 potentially selecting HIVDR due to infant NVP prophylaxis

- Use of infant prophylaxis with a higher genetic barrier to resistance may further
HIVDR
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